it is a homonym of the validly published name Jeotgalibacillus soli (Cunha et al., 2012) . Members of this genus are Gram-stain-positive, rod-shaped and aerobic. They produce endospores, which are resistant to different physical and chemical agents. The DNA G+C content is around 42.6-44 mol%. The predominant menaquinones are MK-7 and MK-8; iso-C 15 : 0 and anteiso-C 15 : 0 are the major fatty acids.
During our studies on the bacterial diversity of hypersaline habitats of India, strain JC303
T was isolated from a salt pan at Nari along Bhavnagar coast, Gujarat, India (GPS of sampling site: 21 78¢ N 72 08¢ E). It was isolated by the serial dilution plating technique (in 0.8 %, w/v, NaCl) and plated on to marine agar 2216 (MA; pH 9). Several different colony morphologies were observed on the plates that were incubated at 30 C for 2 weeks. A yellow colony was purified by repeated streaking. Pure cultures were lyophilized and preserved at 4 C for further use. On MA medium, colonies of strain JC303
T were round, 2-4 mm in diameter, raised, smooth, shiny and yellow. Other morphological properties (cell shape, cell size, motility) of strain JC303
T were observed directly and also after Gram-staining using an Olympus BH-2 phase-contrast microscope. Cells were rod shaped (0.6-1 µm wide, 1.2-4 µm long; Fig. S1 , available in the online Supplementary Material), Gram-stainpositive, terminal-endospore-forming, non-motile and divided by binary fission.
Genomic DNA was extracted and purified according to the method of Marmur (1961) and the G+C content of the DNA was determined by HPLC (Mesbah et al., 1989) . The G+C content of strain JC303
T was calculated as 43 mol%. For PCR analysis, DNA was extracted and purified by using a Qiagen genomic DNA extraction kit. Recombinant Taq polymerase (Genei) was used for PCR and 16S rRNA gene sequencing was carried out as previously described (Lakshmi et al., 2011) . A BLAST search analysis of the 16S rRNA gene sequence of strain JC303 T (1409 nt) using the EzTaxon-e server (Kim et al., 2012) revealed highest sequence similarity with J. salarius ASL-1 T (99.1 %), J. alimentarius YKJ-13 T (97.9 %), 'J. soli' JSM 081008 (97.9 %), J. malaysiensis D5 T (97.7 %) and other members of the genus Jeotgalibacillus (<96.4 %). The 16S rRNA gene sequences were aligned using the SILVA incremental aligner (SINA; http://www.arb-silva.de) and MEGA 6 (Tamura et al., 2013) software was used for phylogenetic analyses. Distances were calculated by using the Kimura two-parameter model (Kimura, 1980) in a pairwise deletion procedure. Neighbour-joining (NJ), minimum-evolution (ME) and maximum-likelihood (ML) methods in the MEGA 6 software were used to reconstruct phylogenetic trees, and a combined phylogenetic tree (NJ, ME, ML) confirmed the clustering of strain JC303
T with members of the genus Jeotgalibacillus (Fig. 1) The name 'J. soli' was first proposed by Chen et al. (2010) for strain JSM 081008 T , but Cunha et al. (2012) also subsequently proposed the name J. soli for another strain, P9
T , and thus these names are homonyms. 'J. soli' proposed by Chen et al. (2010) and its designated type strain became illegitimate on valid publication of J. soli (Cunha et al., 2012) , which has priority (see Rule 53). The 16S rRNA gene sequence similarity between these two strains is 96.8 % and they are placed distinctly ( Fig. 1 ) and also show several differences phenotypically (Table 1) . Accordingly, we propose to rename 'J. soli' (Chen et al., 2010) as Jeotgalibacillus terrae sp. nov. according to Rule 54 of the International Code of Nomenclature of Prokaryotes (Parker et al., 2016) .
The taxonomic relationship between strain JC303
T and its closest relatives was examined using DNA-DNA hybridization, which was performed using a membrane filter technique (Tourova & Antonov, 1987) T were labelled and used for DNA-DNA hybridization with strain JC303
T in the reciprocal reaction, the re-association values were 40±3, 33±5, 31±4 and 29±5 %, respectively. Based on the hybridization results, strain JC303
T represents a novel species following the recommendations for delineating a bacterial species (Wayne et al., 1987; Stackebrandt & Goebel, 1994) . The degree of genomic divergence/relatedness between strain JC303
T and its closely related type strains was additionally examined by the DT m approach (Divyasree et al., 2016 T , respectively) (DT m ) were >5 C, thus indicating that they are members of different species.
The physiological properties of strain JC303
T were determined in marine broth 2216 [MB, supplemented with NaCl (to give a final concentration of 100 g l À1 ); pH 10, unless otherwise mentioned], and growth was measured turbidometrically (OD at 540 nm). Growth at different pH (range 5-12; with intervals of 0.5; buffered with CH 3 COONa-CH 3 COOH buffer for pH 5, K 2 HPO 4 -KH 2 PO 4 buffer for pH 5.5-8, NaHCO 3 -NaOH buffer for pH 8.5-11 and Na 2 CO 3 -NaOH buffer for pH 11.5-12), temperatures (4, 10, 15, 20, 25, 30, 35, 37 and 40 C) and salt concentrations [0-30 % (w/v) NaCl, with an interval of 1 %] was tested. Strain JC303
T was able to grow without NaCl supplementation in the medium, and also with up to 24 % (w/ v) NaCl (optimum 8-12 %). Temperature and pH optima for growth were 30-35 C (range 25-45 C) and pH 10-11 (range 9-12). Various biochemical tests, such as hydrolysis of starch, casein, Tween 80, gelatin, urea and DNA, oxidase and catalase activity, methyl red, Voges-Proskauer, and citrate utilization, were carried out in the prescribed media as mentioned by Cappuccino & Sherman (1998) . Determination of indole and H 2 S production and nitrate reduction were assessed as recommended by Smibert & Krieg (1981 T grown in MB at 30 C, under aerobic conditions until 70 % of maximal optical density was reached (early stationary phase). Polar lipids were extracted from 0.1 g of freeze-dried cells with methanol/ chloroform/saline (0.8 %, w/v, NaCl) (2 : 1 : 0.8, by vol.) and the lipids were separated using silica gel TLC (Kieselgel 60 F254; Merck) by two-dimensional chromatography using chloroform/methanol/water (30 : 10 : 1, by vol.) in the first dimension and chloroform/methanol/acetic acid/ water (35 : 7 : 6 : 1.5 by vol.) in the second dimension
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Brevibacillus brevis Two novel Jeotgalibacillus species (modified after Oren et al., 1996) . The total lipid profile was visualized by spraying with 5 % ethanolic molybdophosphoric acid and was further characterized by spraying with ninhydrin (specific for amino groups), molybdenum blue (specific for phosphates), Dragendorff (quaternary nitrogen) or a-naphthol (specific for sugars) (Kates, 1972; Oren et al., 1996) and cresyl violet reagents (for sulfolipids; Soto et al., 2000) . Strain JC303
T contained diphosphatidylglycerol, three aminophospholipids (APL1-3), two unidentified phospholipids (PL1, 2), an unidentified aminoglycolipid and an unidentified lipid (L1) that based on their staining behaviour did not contain a sulfo moiety (Figs S2 and S3) . Strain JC303
T shared the presence of major polar lipids (diphosphatidylglycerol, APL2, AGL) with other closest members of the genus but differed from them by having an unidentified lipid (L1). J. terrae KCTC
13528
T and J. malaysiensis KCTC 33550 T did not contain APL1 and APL3, while J. salarius KCTC 13257 T lacked APL1. This is the first study reporting the lipids of J. terrae, J. salarius and J. alimentarius.
The peptidoglycan of cells of strain JC303
T was isolated after disruption of the cells by shaking with glass beads and subsequent trypsin digestion, according to the method of Schleifer (1985) . The cell wall was hydrolysed for amino acid analyses as described by Schleifer & Kandler (1972) and the amino acids were analysed by HPLC (Tang et al., 2009) . Cell-wall amino acids of strain JC303
T contained Llysine as the diagnostic diamino acid, which is in agreement with data for other members of the genus Jeotgalibacillus, representing type A1a peptidoglycan structure (Cunha et al., 2012) , and proteinogenic amino acids were not detectable in the extract. (Cunha et al., 2012) . Data are from the present study, except where indicated. Common characteristics: all strains were positive for catalase and oxidase and utilized D-glucose for growth. +, Positive/present; À, negative/absent. 
